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Mendelian Genetics.
SOLUTION 1
A cross between a heterozygous male for the wing gene and with elliptical eyes and a female fly that is heterozygous for both genes. Curly wings are dominant over straight wings, and round eyes are dominant over elliptical eyes. 
Proposed Hypothesis for the Above Cross
There will be no much deviation of expected statistics from observed statistics. There will be no disparity between observed and forecasted data
Calculation of Expected Phenotypes
The gametes from the male fly are Cr and cr whereas from the female fly the gametes are CR, Cr, Cr, cr. 
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 From the above cross, CCRr, CcRr, CcRr represents curly wings with round eyes.3/8
CCrr, Ccrr, Ccrr represents curly wings with elliptical eyes. 3/8
ccRr represents straight wings with round eyes. 1/8
ccrr represent straight wings with elliptical eyes. 1/8
The Expected Number of Phenotypes         The Expected Phenotypic Ratios
Curly wings with round eyes – 68                          3/8
Curly wings with elliptical eyes- 68                        3/8
Straight wings with round eyes-23                          1/8
 Straight wings with elliptical eyes- 23                      1/8
                   Statistical Comparison between Observed and Expected Data
From the above data, we have four distinct phenotypes. This means that from the above cross, there are four degrees of freedom. From this information, DF will be three (4-1=3). The Chi-square value calculated from the expected and observed data is 1.4500. Using a Chi-square table, the above value lies between 0.584 which has a probability of 0.9 and 6.25 that expects 0.1. Using the Chi-square table of probabilities, 0.9 has a value of 0.58 while 0.1 has 6.22. Both 0.58 and 6.22 are below the critical value that is assumed to be 7.815(Correia et al 2018). When the probability is much higher than the critical value the proposed hypothesis is not approved. For the above case, the probability is much less than the critical value. For that reason, the hypothesis for this cross is accepted. The above results imply that the deviation between observed data and expected data is not significant.
#SOLUTION 2
Becoming a vampire is due to a dominant allele. The aforementioned is evident by the mating of the first filial generation by individuals 3 and 4 who produce a common individual. Mating of the first individuals that are a werewolf and a vampire, half of the offspring are vampires. The above shows that the allele for a vampire is dominant because it suppresses the allele for the werewolf (Antonarakis, 2019). When a contrasting pair of a gene masks the expression of another pair of a gene, it is said to be dominant.
Becoming a werewolf is due to a recessive allele because the mating of first filial generation individuals 6 and 7 produce a werewolf individual. When individuals I 1and 2 mate, where individual 1 is a werewolf and individual 2 is a vampire, only one out of 5 offspring is a werewolf. The above means that the gene for werewolf is overridden and hence masked fully. The most likely genotypes for individual I-2 is DdRr, II-3 is DdRr, and II-6 is ddRr. 
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